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Spermatogonia in the testis can Oogonia in the ovary may sither
undergo repeated rounds of mitosis, undergo repeated rounds of mitosis,
producing more spenmatogonia. producing additional cogonia, o ...

C Spermatogonium (2n) C Cogonium (2a)

A spermatogonium may anter prophasa |1, ..enter prophasa |, becoming
becoming a primary sparmatocyte., primary oocytes.

Primary spermatocyte i2n) Primary cocyte (2#n)
Each primary sparmatocyte Each primary oocyte completes maiosis |,
completes meiosis |, producing producing a large sacondary oocyte and
two secondary spermatocytes. .. asmaller polar body, which diintegrates.
Secondary spermatocytes (1n) Secondary oocyte (1) First polar body
J ...that then undergo The secondary oocyte completes meicsis 11,
meiosis | to produce two producing an ovum and a second polar body,
l haploid spammatids each. which also disintagrates.
Y
Spermatids (1r) Owvum (1n) second polar body
Spermatids matura
into sperm.
Sperm
|
Y

A sperm and ovum fuse at fertilization
to produce a diploid Zygote.

Zygote (2r)
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“¥” Locus :

‘" Dominant :

¥~ Recessive :
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Branch or Forked-line method
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301 :1ua9
HhxHh —+ 1HH:2Hh: 1hh
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2. 11 combination NANNAINBHUUAAZA KR HUUVIN N

1HH 1BBHH
1BB 2Hh 2BBHh
1hh 1BBhh
1HH 2BbHH
2Bb 2Hh 4BbHh
lhh —— 2Bbhh
1HH 1bbHH
1bb 2Hh 2bbHh

lhh — 1bbhh

Genotype
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Conclusion: Cenotypic ratio 1PP:2 Pp:lpp
Phenotypic ratio 1 purple: 2violet: 1 white




White; rr

Roan; Rr

F2

Genotype 1RR : 2Rr : Irr
Phenotype 1 1A : 2151 : 1912
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Chinchilla (¢*") Genotype: c"c", ¢"c", ¢

Himalayan (c") Genotype: c"c", c"c

Albino (c) Genotype: cc
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Epistasis
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Useinnved Epistasis
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Useinnved Epistasis

4. Duplicate recessive epistasis: ﬁu%& 2 Aurda e
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Pleiotropic effect
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Modifying gene
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